Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.006 Å; R factor = 0.056; wR factor = 0.162; data-to-parameter ratio = 21.4.
Related literature

Data collection
Bruker SMART APEXII areadetector diffractometer 11555 measured reflections 2808 independent reflections 1442 reflections with I > 2(I) R int = 0.079 Refinement R[F 2 > 2(F 2 )] = 0.056 wR(F 2 ) = 0.162 S = 1.02 2808 reflections 131 parameters H-atom parameters constrained Á max = 0.59 e Å À3 Á min = À0.49 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: APEX2 (Bruker, 2008); cell refinement: SAINT (Bruker, 2008); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009).
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Comment
The crystal structure determination of the title compound was undertaken as a part of the synthesis, structure and properties of new substituted salicylaldehyde derivatives.
In the title compound, the substituted aldehyde group, hydroxy group and and bromine are essentially coplanar with the benzene ring with a plane mean deviation of 0.025 (6)°, -0.029 (4)°, -0.015 (1)° and -0.015 (1)°, respectively. An intramolecular O2-H2A···O(1) hydrogen bonding observed between the oxygen atoms of the hydroxy group and the aldehyde group stabilizes the molecular structure.
Experimental
The synthesis of the title compound follows the modified Riemmer-Tiemann reaction, in which the substituted salicylaldehydes were synthesized from substituted phenols. To 80 mL of water 60g of sodium hydroxide was added and dissolved completely. Then 15g of 4-tert-butyl phenol was added and heated to 60-65°C. 30 mL chloroform was added step by step to the mixture. The resulting reaction mixture was heated for one hour, until the formation of precipitate. The liquid layer containing 5-tert-butyl-2-hydroxy benzaldehyde as the product was separated through suction pump. It was then brominated using liquid bromine and acetic acid. The final product 3-bromo-5-tert-butyl-2-hydroxy benzaldehyde with a maximum yield of 83% was checked for purity using TLC.
Refinement
Hydrogen atoms were placed in calculated positions with O-H = 0.82Å, C aromatic -H = 0.93Å, C methyl -H = 0.96Å and refined using a riding model with fixed isotropic displacement parameters U iso (H) = 1.5 U eq (C methyl , O) or U iso (H) = 1.2 U eq (C aromatic ) or. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
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Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) Geometric parameters (Å, °) C1-C6 1.400 (6) C8-C11 1.494 (7) C1-C2 1.401 (7) C8-C9 1.518 (9) C1-C7 1.465 (7) C8-C10 1.528 (8) 
